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Abstract 

BACKGROUND: In recent years, based on high-throughput molecular imaging, integration of genomics, 

proteomics and computer aided design and the application of correlative “technical chains” have achieved great 

achievements in the research of breast cancer, lung cancer, gastric cancer, colon cancer, ovarian cancer and 

melanin tumor. However, there are few researches on oral squamous cell carcinoma.  

OBJECTIVE: To detect the gene expression profile of the oral squamous cell carcinoma tissue and normal 

paracarcinoma tissue using DNA chip-based gene expression profile. 

METHODS: Two samples of oral squamous cell carcinoma tissue and normal paracarcinoma tissue of patients 

who received treatment at Stomatological Hospital of Guangdong Province of China in 2013 were included in this 

study. The gene expression profiles of oral squamous cell carcinoma and normal paracarcinoma tissue were 

determined by the Roche NimbleGen gene expression microarrays. 
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RESULTS AND CONCLUSION: According to screening criteria of differential genes, 7 872 out of 32 448 detected genes 

were differentially expressed genes of oral squamous cell carcinoma, which accounts for 24% of the total number of the 

screening genes. 3 800 genes were up-regulated, and 4 072 were down-regulated. The results confirm that through 

detection with the help of gene expression profile clip, 7 872 differentially expressed genes were obtained through DNA 

chip-based gene expression profiles according to the screening criteria. Thus it can be concluded that the occurrence 

and development of the tumors are not a result of single or several genes. Previous experiments based on a single or 

several genes have great limitations. These findings also suggest that the occurrence of tumor is a result of mutual 

regulatory effects of many genes forming a network, moreover, the interactions of the network is quite complicated. 

 

Subject headings: Tissue Engineering; Microchip Analytical Procedures; Oral Spray; Tumor 
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��Results  
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� 1  �������	
��
�RNA ����� gDNA ��� 

Figure 1  RNA integrity and gDNA contamination tested by 

standard denaturing agarose gel electrophoresis 
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� 1  NanoDrop ND-1000���������
� RNA!" 

Table 1  The RNA quality of samples tested by NanoDrop 

ND-1000 ultraviolet spectrophotometer 

���4����� RNA	
��
��� 1.8�RNA��������� 

���� A������������� A��������	���� ��
��
 

��� 1 1.95 2.28 �  

��� 2 1.92 2.31 �  

�!� 3 1.93 2.14 �  

�!� 4 1.94 2.23 �  

� 2  NanoDrop ND-1000���������
� ds-cDNA!

" 

Table 2  The ds-cDNA quality of samples tested by NanoDrop 

ND-1000 ultraviolet spectrophotometer 

���"�#$�� A�������������% A��������	������ 1.8���
�� � 

 

���� A������������� A��������	���� ��
��
 

��� 1.95 2.15 �  

�!� 1.99 2.09 �  

� 2  NimbleGe#$�%&'()�*+,-� 

Figure 2  The scans of fluorescence signal of NimbleGen gene 

expression microarrays 
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� 3  NanoDrop ND-1000���������
� �./ DNA

�!"01 

Table 3  The DNA quality of labeled samples tested by NanoDrop 

ND-1000 ultraviolet spectrophotometer 

���"�#$�� A�������������% A��������	������ 1.8���
�� � 

���� A������������� A��������	���� ��
��
 

Test 1.92 2.22 �  

Control 1.92 2.23 �  

� 3  NimbleScan v2.523��456� 789:� Box-Plot� 

Figure 3  The Box-Plot picture of sample raw data dealt by the 

software of NimbleScan v2.5   
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Figure 4  The Scatter Plot picture of raw data dealt by the software 

of NimbleScan v2.5 
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