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Progress of proteomics technology and its application in osteoarthritis

Pan Ding, Lei Guang-hua (Department of Orthopedics, Xiangya Hospital of Central South University,
Changsha 410008, Hunan Province, China)

Abstract

BACKGROUND: Proteomics research has thoroughly reformed the way to study the diseases, and provides the
understanding of the mechanism of osteoarthritis pathological physiology.

OBJECTIVE: To focus on the research progress of proteomics technology in osteoarthritis early diagnosis,
therapeutic effect and pathogenesis molecular markers.

METHODS: Researches on proteomics technology and osteoarthritis published in journals were identified
manually and on-line retrieved by using SinoMed, Chongqing VIP database, Wanfang Data and CNKI database.
Those researches reported in English journals were identified using MEDLINE, Elsevier: ScienceDirect, and
BIOSIS Previews database. Selected studies should describe a related and reliable study defined by strict
screening and diagnostic criteria.

RESULTS AND CONCLUSION: Proteomics technology for the osteoarthritis in early diagnosis, treatment effect and
pathogenesis molecular markers has achieved a certain progress. Research showed that proteomics has great
application value in screening osteoarthritis molecular markers, and has the characteristics of high flux and high
speed compared with single protein identification, so it plays an important role in the diagnosis of osteoarthritis and
drug target identification. Proteome database is a sign of proteome research level. The development of the
bioinformatics has provided a more convenient and effective computer analysis software for proteomic study.
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0 3| Introduction
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2 ZR  Results
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B2 ZARRELHATHEE A

MERVLVLLLA
EFPSGTFEQV
PFEVHPGIAE
DPREYANQFM
EERLOLEHLS
VLPLAEDITNH
QEETAMDVEWV
SRERTHLEPEVF
DKGQELCADY
NCCSINSPPL

FEF

VAFGHALERG
SQLVKEVVSL
CCTEEGLERK
WEYSTNYGQA
LLTTLSHRVC
ILSKCCESAS
CTYFMPRARQL
LSEVLEPTLK
SENTFTEYKK
YCDSEIDREL

ISSN 2095-4344 CN 21-1581/R  CODEN: ZLKHAH

QSERPINAI

RDYEENKVCE
TEACCRAEGAD
LCHMARLEKHQP
PLSLLV5YTE
SOYRRYGEFEK
EDCMAKELPE
PELPDVELPT
SLGECCDVED
KLAFRLKAKT
KNIL
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Delta Mis= Score Expect Rank Uniguoe
0.0327 1

0.069 : 8

EFSHLGREDF
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QEFPTYVEPT
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PDATPEELRAK

Peptide
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