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XEZE: /D RNA-128b, -181a f1-223 7E3E I HF INRIEAFR T2 R IERIE,  HAESPEIRR R 400 1 1%
AU bk Bt R 1 I S PR AE AN R . BB Tl 3 iy RNA-128b, -181a I-223 [f13ik KA &3RIA
FTF2vE AR ik 5325, 5 mRNA Zk 0 HrAitt, 5/ RNA BAG IR & LR T B e b A 1

XE: WONRNA: SRR ik R4 PCR

HERGIE : SUPh IR AN B (L% - acute lymphoblastic leukemia, ALL; 2k ARk EL4H i 9 1f9% : acute non-lymphoblastic
leukemia, ANLL

HE
BE: D RNA 2 —BN TG RNA. ST/ RNA T HPEME R0, IR i T /25,
BH): 24 RNA -181a. 14/ RNA-128b At/ RNA-223 7k [ ML R b ik R ik 25 5 .

Foik: RRHCMIA SWE Ao B RO RS2 B L A S RNA, 2850 RNA RS I ke, RITSE
I 5E it PCR 2371 %3/ RNA 2RI .

HERE5ER: SXEZREAL, T8 SE AR C G A 553 2 S IR AN A I A A A AN A
/N RNA-128b, /s RNA-181a Flfi/)» RNA-223 FiA BB, Gert 2o i o, Skl Eabk e 4 M = s 7 Sk 1 1
P S/ RNA-128b Fif/y RNA-181a 3Rk 5% 32103 i 72 e 7 W3 MR (P < 0.05), {H /M ik B 40 i 1 1l
9 B S0 A R ZE e B R (P > 0.05); /) RNA-128b, -181a F1-223 [FRA1E S ARtk 2 41 A
57 55 Sk AR B 40 AR 1 I 5B 2 1) 22 S e B MR (P > 0.05). 45 3 B R/ RNA-128b, -181a f1-223 1 fig
A IR 2 W 5 5 T R IR R .

Expression of microRNA-128b, -181 a and -223 in patients with acute leukemia
Tan San-gin™?, Wang Guang-ping®, Cui Ya-juan', Xie Yi*, Tan Yu-ting?, Chen Fang-ping*

Abstract

BACKGROUND: MicroRNA (miR) is a kind of endogenous non-coding RNA. Current studies have demonstrated that miR
can be used as tumor marker for tumor categorization.

OBJECTIVE: To investigate the expressions of microRNA-181a, miR-128b and miR-223 and their significance in the
plasma of patients with acute leukemia.

METHODS: The plasma RNAs were extracted from acute leukemia patients and normal control subjects, and were
reverse transcribed with miR-specific primer into cDNA. The expressions of miR-181a, miR-128b and miR-223 were
measured by real-time PCR.

RESULTS AND CONCLUSION: Compared with control subjects, the expression of miR-181a, miR-128b and miR-223 was
decreased in acute non-lymphocytic leukemia and acute lymphoblastic leukemia patients. Statistical analysis indicated that the
expression of miR-128b and miR-181 was significantly different between acute non-lymphocytic leukemia and acute leukemia
patients and control subjects (P < 0.05), but its expression was not significantly different between acute lymphoblastic leukemia
patients and conntrol subjects (P > 0.05). Compared with acute lymphoblastic leukemia patients, the expression of miR-223
was increased in acute non-lymphocytic leukemia patients, while miR-128b and miR-181a expressions were decreased. The
expression of miR-181a, miR-128b and miR-223 was not significantly different between acute non-lymphocytic leukemia and
acute lymphoblastic leukemia patients (P > 0.05). These findings suggest that miR-128b, miR-181a and miR-223 may be the
novel biomarkers for the diagnosis of typing of acute leukemia.

Tan SQ, Wang GP, Cui YJ, Xie Y,Tan YT, Chen FP. Expression of microRNA-128b, -181 a and -223 in patients with
acute leukemia.Zhongguo Zuzhi Gongcheng Yanjiu. 2012;16(36): 6790-6794.
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RT-miR-128b: 5’-tgt cag gca acc gta ttc
acc gtg agt ggt aaa gag-3’;

RT-miR-181a: 5’-tgt cag gca acc gta ttc
acc gtg agt ggt act cac-3’;

RT-miR-223: 5’-tgt cag gca acc gta ttc
acc gtg agt ggt tgg ggt-3';

Short-miR-128b: 5’-cgt cag atg tcc gag
tag agg ggg aac ggc gtc aca gtg aac cgg t-3';

Short-miR-181a: 5’-cgt cag atg tcc gag
tag agg ggg aac ggc gaa cat tca acg ctg tcg
gtg a-3’;

Short-miR-223: 5’-cgt cag atg tcc gag
tag agg ggg aac ggc gtg tca gtt tgt caa at-3’;

MP-fw: 5’-tgt cag gca acc gta ttc acc-3’;

MP-rev :
agg-3’;

GAPDH-pl1: 5’-ccc tca acg acc act ttg

5-cgt cag atg tcc gag tag

tca-3’;

GAPDH-p2: 5'-ttc ctc ttg tgc tct tgc
tgg-3’.

40 B 2 RNA 2 BL: >R ] TRizol X 7
(Invitrogen) $2 B 41 L S RNA, - Bl H PBS Y7 itk
C% 40 2 0 R 2 1) S R i L O A
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AN0.2 mLIG i, WA, T4 ‘CZLT 770xgEs
215 min, K EIEFBIIAE] S —H 0 E AN .
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REF: 500 nglf S RNA, F70 ‘CiHES minj5,
BB E A I SO i, 1 mmol/L dNTP,
20 U RiboLock RNAFH47](Fermentas), 200 U M-
MLV Jx # s i (Promega) f1250 fmol RT6-miR-128bak
RT6-miR-181amRT6-miR-2235;2 puL GAPDH-p25|4)
(10 umol/L), EAAFIN10 pLfl WAk R FIEF37 Cilt
BH1he b5, 495 CHEFHS minKiG i xi)h, &1
4 CLRAT.

FEPCR: XHISYBR Green Realtime PCR Master
Mixi® 71| & (Toyobo) JEAT 521 58 ) 52 B PCR,  BIIE —iR
EMINASYBR Green Realtime PCR Master Mixi i
12.5 pL, 1 umol/LI{IMP-fw. MP-revs|#)#2.5 uLok
10 pmol/Li{)GAPDH-pl. GAPDH-p25|#1%&1 L, &
HeSLre2 pb, fEmiRY #8454 A 100 nmol/L ¥
Short-miR-128b ¢, Short-miR-181ai¥ Short-miR-223 5|
Y1 pL, 78 JC B RZE TR AR AR AR 25 L, TRA S
F-Mx3000 p s i 2¢ ) i B PCR{X (Stratagene) it 179
B, PCRY M4 H95°C 2 minjm, 1495 C 15s,
60 'C 10s, 72 C 20 sF/FH BG40 MG . BEJG, K
J195 'C 0s, 60 ‘C 30s, 95 ‘C 30s (0.1 C/s)i/¥
TR e, o, A Ct=Ctruum—Clusimo

FEWEIEFR: M A R
miR-128b, -181afl-223[1J&KIAKT-.

GO BRI CHE S 2 O™, I kR
HIR M2 YNSRI G, KHSPSS 13.0% /17
Mann-Whitneyt 46 i1 T 48 1250 #1, P < 0.054 %
R

2 #R

21 BARAR BN EIESE SCER[12] 10
D7 VR WSk AR I 40 AR miR-181a,
miR-128b, miR-223H14 2 M GAPDH1 ik, #1iih
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(1) H A

2.2 miR-181a, miR-128b, miR-2237% 4k & f i &%
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Figure 1 The melting curves of real-time PCR for miR-128 (a),
miR-181 (b), miR-223 (c), GAPDH (d) expression
K1 &R & miR-128(a) . miR-181(b) . miR-223(c)-
GAPDH(d) realtime PCR 418 Ji5 [ 7t 1l 2%
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2.3 miR-181a, miR-128b, miR-223ZANLL5ALL %
HZa ey kiR AN TALLEE B BE AL A0
mMiR-128b#1-181afFANLL & # R IAK TALLE A, H
MIR-223/EANLLE# (M35 v FALLE A, &L,

# 1 miR-128, miR-181, miR-223 7E &tk [ M 5 5 5% [
ZARE B RIE K
Table 1 Comparison of miR-128, miR-181, miR-223 expression
between acute leukemia and matched non-leukemia

patients (xs, A Ct)
Group n miR-128b miR-181a  miR-223

Acute leukemia 22 10.33+3.33% 9.72+3.24 4.68+2.28

Acute non-lymphocytic 13 11.13+2.75% 9.92+3.38 4.03+1.79
leukemia

Acute lymphocytic 9 8.86+2.85 9.31+3.10 6.18+2.10
leukemia

Control 7 4.18+2.71 8.31+1.98 3.00+2.24

P < 0.05, vs. control group

S 4 R B s, miR-128b. miR-181afl
MiR-2237EANLL 5 ALL 8 3 2 M RIS ) 25 57 0 B v
= X (P >0.05).

3 Wig

SV L 2 MLV R G 8 IR, AT doh
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TR MEIEN R, 10 B AT 58— 753 A R
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HAb it 7. [ FIDNARS AR, Golub25™ 7 ANLL
HALLZ [0 &I T 291 1004 A ZRik 3L . Hdr, 50
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Wik 5100%. BiS, LuZMRm, miR#ELEAE
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M, miR-128a, -128b, let-7bfl-223 4% — P Fh4H
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ARSI BG 13 FH 52 I8 9¢ 6 PCRAZA /3 #T T miR-128b,
-181afimiR-2237- ANLLFIALL & & ik, IR
miR-128b, -181afi1-223 7 ANLLFIALL 3 [R5 41K
TR A M 5 5238, miR-128bA1-181afEALLIK %
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ALL, X5 H ARG S LAHRL B, A5 8s,
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CCRF-CEM(ALL) 4t i fk#1AmiR-223, 7ED1.1(T-ALL)
HI MOLT-3(ALL) 40l Jiid 55 % & miR-223 , Raji il
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