TEMAR TR SIRIKESE  #15% 4744 #/ 2011 -10- 29 ik

Journal of Clinical Rehabilitative Tissue Engineering Research October 29, 2011 Vol.15, No.44

@z

P ET TR EERERRIN ERIREE A RRE S S i

XfE, KL FE, w0 ST 58 W, AR R, HFER

Genetic polymorphisms of three short tandem repeat loci in Liaoning Xibo population of China

Liu Jian, Zhang Wei, Yin Jiao-yang, Gao Bing, Guo Li, Qi Rong, Tian Xiu-rong

Abstract

BACKGROUND: Studying the gene polymorphism of autosome short tandem repeat (STR) gene loci can provide basic data for
forensic paternal power identification.

OBJECTIVE: To explore the genetic polymorphism of three STR loci, D16S539, THO1, D13S317, in Liaoning Xibo population of
China and establish the genetic basic data of Xibo population.

METHODS: Buccal samples were obtained from 150 primary and middle school students of Xibo population living in Liaoning
province and PCR amplification reactions of each STR loci were performed in fluorescence-based reaction using a 2720 Thermal
cycler. The amplified products were detected in a Li-COR 4300 DNA Analyzer. Relative fragment size of amplified products was
calculated through the use of E-seq Analysis software and genotyping was performed. Allele frequency of three STR genetic loci
of Xibo population living in Liaoning province was investigated and genetic polymorphism analysis was performed.

RESULTS AND CONCLUSION: All the three loci met the Hardy-Weinberg equilibrium. Heterozygosis degree of these three loci
was distributed between 0.769-0.810. Individual discriminative power was distributed between 0.824-0.929. Cumulative
individual discriminative power was 0.999. Polymorphism information was distributed between 0.650-0.790. Non-parental
eliminant rate was distributed between 0.565-0.790. Cumulative non-parental eliminant rate was 0.979. The three STR loci used
in this study show high non-parental eliminant rate and individual discriminative power in Xibo population and can be applied to
population study and forensic practice.
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Figure 1 DNA PCR amplification results of oral mucosa cells
K1 2l DA DNA 1Y) PCR #4521
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Table 1 Distribution of three short tandem repeat gene loci
frequencies in Liaoning Xibo population (n=147)
Allels Frequency
D16S539 D13S317 THO1
6 0.048 0.147
7 0.234 0.254 0.303
8 0.159 0.119 0.053
9 0.238 0.188 0.422
10 0.190 0.254 0.075
11 0.087 0.135
12 0.008 0.042
13 0.004 0.008
14 0.008
15 0.024

XF Ot 3~ STR 3G A JA8 (¥ 3k (A B 050 % 3k AT T
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Table 2 Genetic indicators of three short tandem repeat

gene loci in Liaoning Xibo population (n=147)
Iltem D16S539 D13S317 THO1
P 0.205 0.142 0.194
H 0.810 0.769 0.781
DP 0.928 0.929 0.824
PE 0.790 0.770 0.565
PIC 0.790 0.710 0.650
Pm 0.205 0.142 0.176

P: P value test by genetic equilibrium X% H: heterozygosity; DP:
discriminative power; PE: non-parental eliminant rate; PIC:
polymorphism information; Pm: individual probability matching
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